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Identifying JB55, the 19th century 
Connecticut vampire

From Y-STR typing and surname prediction 
to SNP profiling and genetic genealogy

Charla Marshall, Janet Cady, Ellen Greytak, Kimberly Sturk-Andreaggi, 
Jennifer Daniels-Higginbotham, Jacqueline Tyler Thomas, Thom Shaw, 
Brian Spatola, Steven Armentrout, Timothy P. McMahon, CeCe Moore

Disclaimers

• The opinions or assertions presented are the private views of the 
speaker(s) and should not be construed as official or as reflecting the views 
of the Department of Defense, its branches, the Defense Health Agency, or 
the Armed Forces Medical Examiner System.

• Mention of commercial products does not constitute a recommendation or 
endorsement by the speakers and/or their associated 
organization/institute. Commercial equipment, instruments and materials 
are identified in order to specify experimental procedures as completely as 
possible, and does not imply that any of the commercial products 
identified are necessarily the best available for the purpose.
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Tuberculosis 
and Vampirism
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http://publichealthmuseum.org/events/world-tb-day/
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What can we learn about JB using NGS/MPS?
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1st DNA Extract 2nd DNA Extract

DYS438 : CE vs. NGS
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Y Haplogroup R1b
Locus JB

DYS19 15

DYS385 11,13

DYS389I 13

DYS389II 29

DYS390 23

DYS391 11

DYS392 13

DYS393 13

DYS437 15

DYS438 12

DYS439 12

DYS448 19

DYS456 15

DYS458 17

DYS635 23

Y GATA H4 12 14

https://en.wikipedia.org/wiki/Haplogroup_R1b

R1b-P312

SNP data courtesy of Stephanie Farmer and Susan Walsh
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R1b-P312
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Surname Prediction: Barber
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1990s Facial 
Reconstruction
by Smithsonian
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No Further Records of John Barber

No results of a John Barber from Griswold, CT could be located.

https://www.vox.com/2015/5/20/11562836/genealogy-website-ancestry-com-explores-salehttps://www.familysearch.org/en/

What can we learn about John Barber using IGG?
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Lab Methods
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Analysis
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Analysis
Low-

Coverage
Imputation

GEDMatch

Genotype
Likelihoods

Genotype
Probabilities

Imputation
Genotype

Calls

BCFtools
Danecek et al

Gigascience, 2021

GLIMPSE
Rubinacci et al

Nature Genetics, 2021

Beagle
Browning & Browning

Am J Hum Genet, 2016

Hui et al
Nature Research, 2020

http://faculty.washington.edu/browning/beagle/beagle.htmlhttps://odelaneau.github.io/GLIMPSE/

Low-Coverage Imputation
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Low-Coverage Imputation
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*Based on 96 reaction kit price
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MyBaits v5 Capture Kit Cost per Sample (USD)*

Predesigned WGE $100

Custom 850K $1500
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JB and Cousin Kinship

Likely 3rd degree relatives
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Total 
Shared cM

Cousin 
WGE

Cousin 
850K

JB WGS 806.1 827.7

JB WGE 781.1 809.7

JB 850K 757.0 790.2

3rd

Degree

4th

Degree

Average:  ~795 cM
https://dnapainter.com/tools/sharedcmv4

GEDMatch Results
(WGE only)

Kit 
(Anonymized)

​JB
Total Shared cM

1 97.9

2 87.9

3 86.5

4 75.0

5 66.3
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Kit 
(Anonymized)

Cousin
Total Shared cM

6 107.9

4 123.8

7 126.5

8 100.8

9 93.3
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GEDMatch Results
(WGE only)

Kit 
(Anonymized)

​JB
Total Shared cM

1 97.9

2 87.9

3 86.5

4 75.0

5 66.3

31

Kit 
(Anonymized)

Cousin
Total Shared cM

6 107.9

4 123.8

7 126.5

8 100.8

9 93.3

John Barber IGG

• Preliminary GEDmatch leads

• Identified possible ancestors

•Roots in New England

• Likely no direct descendants

32Image courtesy of CeCe Moore

What else can we learn about John Barber by 
studying his remains and his DNA?
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3-D image courtesy of Terrie Simmons-Erhardt

2022 Facial 
Reconstruction
by Thom Shaw
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Parabon Snapshot
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John Barber

b. ~1775  d. ~1830

The Griswold Vampire

Father of Nathan (1814-1826)
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